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BACKGROUND RESULTS

Quantitative measures of amyloid-3 (AB) pathology using positron emission tomography (PET)
imaging are sensitive to identify pathological changes, even at the earliest stages of
Alzheimer’s disease (AD). However, the quantification values vary considerably between
tracers and acquisitions, making comparisons across studies and clinical trials findings

QyScore®’s fully automated quantitative pipeline produced SUVr values well within the bounds defined by the
Centiloid method
« SUVr_AD-100 = 2.08 +/- 0.2 and SUVr_YC-0 = 1.01+/- 0.05, R2 = 0.99; slope = 1.00; intercept = -0.44).
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The Centiloid scale aims to standardize these in vivo amyloid quantifications to a 100-point
scale, where an average value of zero signifies high certainty of amyloid negativity and 100
identifies average typical AD AB-pathology load!. A fully automated Centiloid quantification
pipeline supporting multiple available amyloid-PET tracers would be valuable for improving the - i e
efficacy and comparability of PET-based analyses across study sites. o e e e e e QyScore®’s HC-PIB and  'F - SUVr - correlation

OBJECTIVES

and 18F tracer SUVr's were: 0.91 for Florbetapir,
0.95 for Forbetaben, 0.95 for Flutemetamol, 0.99
for NAV4694 (Figure 2).
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Flutemetamol NAV4694 coefficients with published values were above 0.98
- T (Figure 3).

To develop and validate Qyscore®’s single fully automated Centiloid quantification pipeline for | |
multiple amyloid PET tracers. Equations for converting QyScore®’s automated SUVr

T | e | to Centiloid were as follows:
METHODS 1 . 1 I Florbetapir: CL = 233.39* FBP_SUVr — 243.48
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QyScore®’s fully automated pipeline was validated on 11C-PiB-PET and 8F-PET images from | Fere2 Corelaton between each F tracer and pired ' C-PIb SUVr produced using Qyscores fully automated quantianve - FOrbetaben: CL = 160.57 * FBB_SUVr — 183.35
the Centiloid project (https://www.gaain.org/centiloid-project): | : Flutemetamol: CL = 136.94 * FTM_SUVr — 156.18
» 34 young controls [age=31.5 + 6.3 years] and 45 AD patients [age=67.5 + 10.5 years; orbetapi | . ~ NAV4694: CL = 94.67 * NAV_SUVr — 98.72
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pairs were both co-registered = = o
and normalized in the MNI _ : _ —

- Figure 1. Example of QyScore®’s grey matter composite (target) and 2 2 L
template SPACE (Flgure 1)- cerebellum (reference) masks overlayed on MNI transformed PET imaging. , g i | I
The fully automated segmentation from QyScore®, a CE-marked and FDA-cleared  \eldstomeohorsuwe . . S
neur0|mag|ng medlcal dGVlce, parce”ated the reglonal maSkS Of the grey matter tlssue (tarQEt Figure 3. Correlation between QyScore®’s *8F tracer SUVr with the Centiloid GAAIN validation gold-standard SUVr Figure 4. QyScore®’sacr:§\r/1|\;eigfle)céTC:rl]'g:iii?iCrae;l;:sazigl:se:ﬁrp;S:g’;rc:l;c(le-lrc\)laa;?ddaﬁg:zi;?ae!;iSDisease (AD) patient
region of interest).
Standardized uptake value ratio (SUVr) was computed as the ratio of the mean signal in the QyScore®’s Centiloid conversions showed significant differentiation between AD and healthy controls across all
target region compared to that in the cerebellum (reference) (Figure 1)1. tracers (Figure 4).
Correlations of (}!C-PiB and 18F) SUVr values with published SUVr data were computed!?-]. CONCLUSIONS

Further, correlations between 18F SUVr and paired 11C-PiB SUVr were computed. Correlation oot s ® .
coefficients (R2) > 0.7 were required to consider the Centiloid calibration valid. We demonstrate the feasibility and reliability of Qyscore®’s fully automated amyloid PET

Equations for converting 18F-SUVr values to Centiloid (CL) standardized values were then pipeline for multiple amyloid-PET compounds (PiB and *°F) suitable for implementation in

derived from the Centiloid project recommended validation process!. multi-site, multi-tracer clinical trials.
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